Bibliographie scientifique du livre Microworld
Par chapitre et ordre chronologique

Généralités:

Ressource générale sur le microbiote — site web NATURE:

Milestones in human microbiota research: www.nature.com/collections/microbiota-milestone

Milestone interactive Timeline:
https://www.nature.com/immersive/d42859-019-00041-z/index.html

Site BiOutils:

https://www.bioutils.ch/materiel-pedagogique

Introduction:

Wegener Parfrey L., Walters W.A. and Knight R. Microbial eukaryotes in the human microbiome:
ecology, evolution, and future directions. Frontiers in Microbiology. 2011;2-153; 1-6.
https://doi.org/10.3389/fmicb.2011.00153

Forterre P. and Prangishvili D. The major role of viruses in cellular evolution: facts and hypotheses.
Current Opinion in Virology. 2013; 3: 558-565. http://dx.doi.org/10.1016/].coviro.2013.06.013

Abeles Shira R. and Pride David T. Molecular Bases and Role of Viruses in the Human Microbiome.
Journal of Molecular Biology. 2014; 426: 3892—-3906. http://dx.doi.org/10.1016/j.jmb.2014.07.002

Sender R., Fuchs S., Milo R. Revised Estimates for the Number of Human and Bacteria Cells in the Body.
PLoS Biology. 2016; 14 (8): €1002533. https://doi.org/10.1371/journal.pbio.1002533

Flemming, HC., Wuertz, S. Bacteria and archaea on Earth and their abundance in biofilms. Nature
Reviews Microbiology. 2019; 17: 247-260. https://doi.org/10.1038/s41579-019-0158-9

Matijasic M., Mestrovic T., Cipcic Paljetak H., Peric M., Baresic A. and Verbanac D. Gut Microbiota
beyond Bacteria - Mycobiome, Virome, Archaeome, and Eukaryotic Parasites in IBD. International
Journal of Molecular Sciences. 2020; 21 (8): 2668. https://doi.org/10.3390/ijms21082668

Chapitre 1 - Voyage le long du systéme digestif — La bouche:

Humphrey S.P. and Williamson R.T. A review of saliva: Normal composition, flow, and function. The
Journal of Prosthetic Dentistry. 2001; 85 (2): 162-169. https://doi.org/10.1067/mpr.2001.113778

Kolenbrander P.E., Andersen R.N., Blehert D.S., Egland P.G., Foster J.S., Palmer R.J. Jr. Communication
among oral bacteria. Microbiology and Molecular Biology Reviews. 2002; 66 (3): 486-505.
https://doi.org/10.1128/MMBR.66.3.486-505.2002

Burton, J., Chilcott, C., Moore, C., Speiser, G. and Tagg, J. A preliminary study of the effect of probiotic
Streptococcus salivarius K12 on oral malodour parameters. Journal of Applied Microbiology.
2006;100: 754-764. https://doi.org/10.1111/j.1365-2672.2006.02837.x

Microworld — voyage au centre du microbiote intestinal humain : liste de références, 07 avril 2022 1


www.nature.com/collections/microbiota-milestone
https://www.nature.com/immersive/d42859-019-00041-z/index.html
https://www.bioutils.ch/materiel-pedagogique
https://doi.org/10.3389/fmicb.2011.00153
http://dx.doi.org/10.1016/j.coviro.2013.06.013
http://dx.doi.org/10.1016/j.jmb.2014.07.002
https://doi.org/10.1371/journal.pbio.1002533
https://doi.org/10.1038/s41579-019-0158-9
https://doi.org/10.3390/ijms21082668
https://doi.org/10.1067/mpr.2001.113778
https://doi.org/10.1128/MMBR.66.3.486-505.2002
https://doi.org/10.1111/j.1365-2672.2006.02837.x

e Krespi YP, Shrime MG, Kacker A. The relationship between oral malodor and volatile sulfur
compound—producing bacteria. Otolaryngology—Head and Neck Surgery. 2006; 35 (5): 671-676.
https://doi.org/10.1016/j.0tohns.2005.09.036

e Gurenlian J.R. The Role of Dental Plaque Biofilm in Oral Health. Journal of Dental Hygiene. 2007; Vol.
81, No. 5. https://api.semanticscholar.org/CorpusID:16296689

e Davé S, Van Dyke T. The link between periodontal disease and cardiovascular disease is probably
inflammation. Oral Diseases. 2008; 14 (2): 95-101. https://doi.org/10.1111/j.1601-0825.2007.01438.x

e Zaura E., Keijser B.J., Huse S.M. and Crielaard W. Defining the healthy "core microbiome" of oral
microbial communities. BMC Microbiology. 2009;9:259. https://doi.org/10.1186/1471-2180-9-259

e Kolenbrander PE, Palmer RJ Jr, Periasamy S, Jakubovics NS. Oral multispecies biofilm development and
the key role of cell-cell distance. Nature Reviews Microbiology. 2010; 8 (7): 471-480.
https://doi.org/10.1038/nrmicro2381

e Lazarevic V., Whiteson K., Hernandez D., Francois P., Schrenzel J. Study of inter- and intra-individual
variations in the salivary microbiota. BMC Genomics. 2010; 11 : 523. https://doi.org/10.1186/1471-
2164-11-523

e Nicolas G.G. et Lavoie M.C. Streptococcus mutans et les streptocoques buccaux dans la plaque
dentaire. Canadian Journal of Microbiology. 2010 ; 57 (1) : 1-20. https://doi.org/10.1139/W10-095

e Di Pierro F., Colombo M., Zanvit A., Risso P., Rottoli A.S. Use of Streptococcus salivarius K12 in the
prevention of streptococcal and viral pharyngotonsillitis in children. Drug, Healthcare and Patient
Safety. 2014; 6: 15-20. https://doi.org/10.2147/DHPS.S59665

e Hezel M.P., Weitzberg E. The oral microbiome and nitric oxide homoeostasis. Oral Diseases. 2015;21
(1): 7-16. https://doi.org/10.1111/0di.12157

e Sanz M., Beighton D., Curtis M.A., Cury J., Dige |., Dommisch H., Ellwood R., Giacaman R.A., Herrera D.,
Herzberg M.C., Kbndnen E., Marsh P.D., Meyle J., Mira A., Molina A., Mombelli A., Quirynen M.,
Reynolds E., Shapira L., Zaura E. Role of microbial biofilms in the maintenance of oral health and in
the development of dental caries and periodontal diseases. Consensus report of group 1 of the Joint
EFP/ORCA workshop on the boundaries between caries and periodontal disease. Journal of Clinical
Periodontology. 2017 ; 44 (Suppl. 18): S5— S11. https://doi.org/10.1111/jcpe.12682

e Vanhatalo A., Blackwell J.R., L'Heureux J.E., Williams D.W., Smith A., Van der Giezen M., Winyard P.G.,
Kelly J., Jones A.M. Nitrate-responsive oral microbiome modulates nitric oxide homeostasis and blood
pressure in humans, Free Radical Biology and Medicine. 2018;124:21-30.
https://doi.org/10.1016/j.freeradbiomed.2018.05.078

e Marizzoni M, Cattaneo A, Mirabelli P, Festari C, Lopizzo N, Nicolosi V, Mombelli E, Mazzelli M, Luongo
D, Naviglio D, Coppola L, Salvatore M, Frisoni GB. Short-Chain Fatty Acids and Lipopolysaccharide as
Mediators Between Gut Dysbiosis and Amyloid Pathology in Alzheimer's Disease. J Alzheimers Dis.
2020; 78(2):683-697. https://doi.org/10.3233/jad-200306

Microworld — voyage au centre du microbiote intestinal humain : liste de références, 07 avril 2022 2


https://doi.org/10.1016%2Fj.otohns.2005.09.036
https://api.semanticscholar.org/CorpusID:16296689
https://doi.org/10.1111/j.1601-0825.2007.01438.x
https://doi.org/10.1186/1471-2180-9-259
https://doi.org/10.1038/nrmicro2381
https://doi.org/10.1186/1471-2164-11-523
https://doi.org/10.1186/1471-2164-11-523
https://doi.org/10.1139/W10-095
https://doi.org/10.2147/DHPS.S59665
https://doi.org/10.1111/odi.12157
https://doi.org/10.1111/jcpe.12682
https://doi.org/10.1016/j.freeradbiomed.2018.05.078
https://doi.org/10.3233/jad-200306

Chapitre 1 - Voyage le long du systéme digestif — L’estomac:

e Marshall BJ, Armstrong JA, McGechie DB, Glancy RJ. Attempt to fulfil Koch's postulates for pyloric
Campylobacter. Med J Aust. 1985 Apr 15;142(8):436-9. https://doi.org/10.5694/j.1326-
5377.1985.tb113443.x

e Zhu H, Hart CA, Sales D, Roberts NB. Bacterial killing in gastric juice-effect of pH and pepsin on
Escherichia coli and Helicobacter pylori. J Med Microbiol. 2006 Sep;55(Pt 9):1265-1270.
https://doi.org/10.1099/jmm.0.46611-0

e Bik EM, Eckburg PB, Gill SR, Nelson KE, Purdom EA, Francois F, Perez-Perez G, Blaser MJ, Relman DA.
Molecular analysis of the bacterial microbiota in the human stomach. Proc Natl Acad Sci U S A. 2006
Jan 17;103(3):732-7. https://doi.org/10.1073/pnas.0506655103S

e Marshall B. Helicobacter pylori--a Nobel pursuit? Can J Gastroenterol. 2008 Nov;22(11):895-6.
https://doi.org/10.1155/2008/459810

e Blaser MJ, Falkow S. What are the consequences of the disappearing human microbiota? Nat Rev
Microbiol. 2009 Dec;7(12):887-94. https://doi.org/10.1038/nrmicro2245

e Yangl, Nell S, Suerbaum S. Survival in hostile territory: the microbiota of the stomach. FEMS Microbiol
Rev. 2013 Sep;37(5):736-61. https://doi.org/10.1111/1574-6976.12027

e Nardone G, Compare D. The human gastric microbiota: Is it time to rethink the pathogenesis of
stomach diseases? United European Gastroenterol J. 2015 Jun;3(3):255-60.
https://doi.org/10.1177/2050640614566846

e Constantino MA, Jabbarzadeh M, Fu HC, Bansil R. Helical and rod-shaped bacteria swim in helical
trajectories with little additional propulsion from helical shape. Sci Adv. 2016 Nov 16;2(11):e1601661.
https://doi.org/10.1126/sciadv.1601661

e Martinez LE, Hardcastle JM, Wang J, Pincus Z, Tsang J, Hoover TR, Bansil R, Salama NR. Helicobacter
pylori strains vary cell shape and flagellum number to maintain robust motility in viscous
environments. Mol Microbiol. 2016 Jan;99(1):88-110. https://doi.org/10.1111/mmi.13218

e Gu H. Role of Flagella in the Pathogenesis of Helicobacter pylori. Curr Microbiol. 2017 Jul;74(7):863-
869. https://doi.org/10.1007/s00284-017-1256-4

e Noto JM, Peek RM Jr. The gastric microbiome, its interaction with Helicobacter pylori, and its
potential role in the progression to stomach cancer. PLoS Pathog. 2017 Oct 5;13(10):e1006573.
https://doi.org/10.1371/journal.ppat.1006573

e Nakamura S, Minamino T. Flagella-Driven Motility of Bacteria. Biomolecules. 2019 Jul 14;9(7):279.
https://doi.org/10.3390/biom9070279

Chapitre 1 - Voyage le long du systéme digestif — L’intestin:

e TomlinJ, Lowis C, Read NW. Investigation of normal flatus production in healthy volunteers. Gut. 1991
Jun;32(6):665-9. https://doi.org/10.1136/gut.32.6.665

Microworld — voyage au centre du microbiote intestinal humain : liste de références, 07 avril 2022 3


https://doi.org/10.5694/j.1326-5377.1985.tb113443.x
https://doi.org/10.5694/j.1326-5377.1985.tb113443.x
https://doi.org/10.1099/jmm.0.46611-0
https://doi.org/10.1073/pnas.0506655103$
https://doi.org/10.1155/2008/459810
https://doi.org/10.1038/nrmicro2245
https://doi.org/10.1111/1574-6976.12027
https://doi.org/10.1177/2050640614566846
https://doi.org/10.1126/sciadv.1601661
https://doi.org/10.1111/mmi.13218
https://doi.org/10.1007/s00284-017-1256-4
https://doi.org/10.1371/journal.ppat.1006573
https://doi.org/10.3390/biom9070279
https://doi.org/10.1136/gut.32.6.665

e Xu J, Gordon JI. Honor thy symbionts. Proc Natl Acad Sci U S A. 2003 Sep 2;100(18):10452-9.
https://doi.org/10.1073/pnas.1734063100

e Samuel BS, Hansen EE, Manchester JK, Coutinho PM, Henrissat B, Fulton R, Latreille P, Kim K, Wilson
RK, Gordon JI. Genomic and metabolic adaptations of Methanobrevibacter smithii to the human gut.
Proc Natl Acad Sci U S A. 2007 Jun 19;104(25):10643-8. https://doi.org/10.1073/pnas.0704189104

e Bernalier-Donadille A. Activités métaboliques du microbioteintestinal humain [Fermentative
metabolism by the human gut microbiota]. Gastroenterol Clin Biol. 2010 Sep;34 Suppl 1:516-22.
French. https://doi.org/10.1016/s0399-8320(10)70016-6

e Corthier G, Doré J. Une ére nouvelle dans le domaine des interactionsentre le microbiote et la santé
humaine [A new era in gut research concerning interactions between microbiota and human health].
Gastroenterol Clin Biol. 2010 Sep;34 Suppl 1:51-6. French. https://doi.org/10.1016/s0399-
8320(10)70014-2

e Chu H, Mazmanian SK. Innate immune recognition of the microbiota promotes host-microbial
symbiosis. Nat Immunol. 2013 Jul;14(7):668-75. https://doi.org/10.1038/ni.2635

e LeBlancJG, Milani C, de Giori GS, Sesma F, van Sinderen D, Ventura M. Bacteria as vitamin suppliers to
their host: a gut microbiota perspective. Curr Opin Biotechnol. 2013 Apr;24(2):160-8.
https://doi.org/10.1016/j.copbio.2012.08.005

e Ramakrishna BS. Role of the gut microbiota in human nutrition and metabolism. J Gastroenterol
Hepatol. 2013 Dec;28 Suppl 4:9-17. https://doi.org/10.1111/jgh.12294

e Scaldaferri F, Nardone O, Lopetuso LR, Petito V, Bibbo S, Laterza L, Gerardi V, Bruno G, Scoleri |, Diroma
A, Sgambato A, Gaetani E, Cammarota G, Gasbarrini A. Intestinal gas production and gastrointestinal
symptoms: from pathogenesis to clinical implication. Eur Rev Med Pharmacol Sci. 2013;17 Suppl 2:2-
10. PMID: 24443061. https://www.europeanreview.org/article/6293

e Sommer F, Backhed F. The gut microbiota--masters of host development and physiology. Nat Rev
Microbiol. 2013 Apr;11(4):227-38. https://doi.org/10.1038/nrmicro2974

e Belkaid Y, Hand TW. Role of the microbiota in immunity and inflammation. Cell. 2014 Mar
27;157(1):121-41. https://doi.org/10.1016/j.cell.2014.03.011

e Goldsmith JR, Sartor RB. The role of diet on intestinal microbiota metabolism: downstream impacts
on host immune function and health, and therapeutic implications. J Gastroenterol. 2014
May;49(5):785-98. https://doi.org/10.1007/s00535-014-0953-z

e Manichanh C, Eck A, Varela E, Roca J, Clemente JC, Gonzalez A, Knights D, Knight R, Estrella S, Hernandez
C, Guyonnet D, Accarino A, Santos J, Malagelada JR, Guarner F, Azpiroz F. Anal gas evacuation and
colonic microbiota in patients with flatulence: effect of diet. Gut. 2014 Mar;63(3):401-8.
https://doi.org/10.1136/gutjnl-2012-303013

e Mowat AM, Agace WW. Regional specialization within the intestinal immune system. Nat Rev
Immunol. 2014 Oct;14(10):667-85. https://doi.org/10.1038/nri3738

e Swiatczak B, Cohen IR. Gut feelings of safety: tolerance to the microbiota mediated by innate immune
receptors. Microbiol Immunol. 2015 Oct;59(10):573-85. https://doi.org/10.1111/1348-0421.12318

Microworld — voyage au centre du microbiote intestinal humain : liste de références, 07 avril 2022 4


https://doi.org/10.1073/pnas.1734063100
https://doi.org/10.1073/pnas.0704189104
https://doi.org/10.1016/s0399-8320(10)70016-6
https://doi.org/10.1016/s0399-8320(10)70014-2
https://doi.org/10.1016/s0399-8320(10)70014-2
https://doi.org/10.1038/ni.2635
https://doi.org/10.1016/j.copbio.2012.08.005
https://doi.org/10.1111/jgh.12294
https://www.europeanreview.org/article/6293
https://doi.org/10.1038/nrmicro2974
https://doi.org/10.1016/j.cell.2014.03.011
https://doi.org/10.1007/s00535-014-0953-z
https://doi.org/10.1136/gutjnl-2012-303013
https://doi.org/10.1038/nri3738
https://doi.org/10.1111/1348-0421.12318

e Deehan EC, Walter J. The Fiber Gap and the Disappearing Gut Microbiome: Implications for Human
Nutrition. Trends Endocrinol Metab. 2016 May;27(5):239-242.
https://doi.org/10.1016/j.tem.2016.03.001

e Koh A, De Vadder F, Kovatcheva-Datchary P, Backhed F. From Dietary Fiber to Host Physiology: Short-
Chain Fatty Acids as Key Bacterial Metabolites. Cell. 2016 Jun 2;165(6):1332-1345.
https://doi.org/10.1016/j.cell.2016.05.041

e Landman C, Quévrain E. Le microbiote intestinal : description, role et implication physiopathologique
[Gut microbiota: Description, role and pathophysiologic implications]. Rev Med Interne. 2016
Jun;37(6):418-23. French. https://doi.org/10.1016/j.revmed.2015.12.012

e LiD, WangP, Wang P, Hu X, Chen F. The gut microbiota: A treasure for human health. Biotechnol Adv.
2016 Nov 15;34(7):1210-1224. https://doi.org/10.1016/j.biotechadv.2016.08.003

e Sender R, Fuchs S, Milo R. Revised Estimates for the Number of Human and Bacteria Cells in the Body.
PLoS Biol. 2016 Aug 19;14(8):e1002533. https://doi.org/10.1371/journal.pbio.1002533

e Blum HE. The human microbiome. Adv Med Sci. 2017 Sep;62(2):414-420. doi:
10.1016/j.advms.2017.04.005. Epub 2017 Jul 13. PMID: 28711782.
https://doi.org/10.1016/j.advms.2017.04.005

e Hillman ET, Lu H, Yao T, Nakatsu CH. Microbial Ecology along the Gastrointestinal Tract. Microbes
Environ. 2017 Dec 27;32(4):300-313. https://doi.org/10.1264/jsme2.mel17017

e Sicard JF, Le Bihan G, Vogeleer P, Jacques M, Harel J. Interactions of Intestinal Bacteria with
Components of the Intestinal Mucus. Front Cell Infect Microbiol. 2017 Sep 5;7:387.
https://doi.org/10.3389/fcimb.2017.00387

e Makki K, Deehan EC, Walter J, Backhed F. The Impact of Dietary Fiber on Gut Microbiota in Host Health
and Disease. Cell Host Microbe. 2018 Jun 13;23(6):705-715.
https://doi.org/10.1016/j.chom.2018.05.012

e Mezouar S, Chantran Y, Michel J, Fabre A, Dubus JC, Leone M, Sereme Y, Mege JL, Ranque S, Desnues
B, Chanez P, Vitte J. Microbiome and the immune system: From a healthy steady-state to allergy
associated disruption. Human Microbiome Journal. 2018 ;10:11-20.
https://doi.org/10.1016/j.humic.2018.10.001

e Requena T, Martinez-Cuesta MC, Peldez C . Diet and microbiota linked in health and disease. Food
Funct. 2018 Feb 21;9(2):688-704. https://doi.org/10.1039/c7f001820g

e Rowland I, Gibson G, Heinken A, Scott K, Swann J, Thiele I, Tuohy K. Gut microbiota functions:
metabolism of nutrients and other food components. Eur J Nutr. 2018 Feb;57(1):1-24.
https://doi.org/10.1007/s00394-017-1445-8

e Salzberg SL. Open questions: How many genes do we have? BMC Biol. 2018 Aug 20;16(1):94.
https://doi.org/10.1186/s12915-018-0564-x

e Grégory Bouchaud. De I’hypothése de I’hygiéne au microbiote. Revue francaise d’allergologie, Elsevier,
2019, 59 (3), pp.185-186. https://hal.inrae.fr/hal-02629109/document

Microworld — voyage au centre du microbiote intestinal humain : liste de références, 07 avril 2022 5


https://doi.org/10.1016/j.tem.2016.03.001
https://doi.org/10.1016/j.cell.2016.05.041
https://doi.org/10.1016/j.revmed.2015.12.012
https://doi.org/10.1016/j.biotechadv.2016.08.003
https://doi.org/10.1371/journal.pbio.1002533
https://doi.org/10.1016/j.advms.2017.04.005
https://doi.org/10.1264/jsme2.me17017
https://doi.org/10.3389/fcimb.2017.00387
https://doi.org/10.1016/j.chom.2018.05.012
https://doi.org/10.1016/j.humic.2018.10.001
https://doi.org/10.1039/c7fo01820g
https://doi.org/10.1007/s00394-017-1445-8
https://doi.org/10.1186/s12915-018-0564-x
https://hal.inrae.fr/hal-02629109/document

e Kalantar-Zadeh K, Berean KJ, Burgell RE, Muir JG, Gibson PR. Intestinal gases: influence on gut
disorders and the role of dietary manipulations. Nat Rev Gastroenterol Hepatol. 2019 Dec;16(12):733-
747. https://doi.org/10.1038/s41575-019-0193-z

e King CH, Desai H, Sylvetsky AC, LoTempio J, Ayanyan S, Carrie J, Crandall KA, Fochtman BC, Gasparyan
L, Gulzar N, Howell P, Issa N, Krampis K, Mishra L, Morizono H, Pisegna JR, Rao S, Ren Y, Simonyan V,
Smith K, VedBrat S, Yao MD, Mazumder R. Baseline human gut microbiota profile in healthy people
and standard reporting template. PLoS One. 2019 Sep 11;14(9):e0206484.
https://doi.org/10.1371/journal.pone.0206484

e Rinninella E, Cintoni M, Raoul P, Lopetuso LR, Scaldaferri F, Pulcini G, Miggiano GAD, Gasbarrini A, Mele
MC. Food Components and Dietary Habits: Keys for a Healthy Gut Microbiota Composition. Nutrients.
2019 Oct 7;11(10):2393. https://doi.org/10.3390/nul11102393

e Rinninella E, Raoul P, Cintoni M, Franceschi F, Miggiano GAD, Gasbarrini A, Mele MC. What is the
Healthy Gut Microbiota Composition? A Changing Ecosystem across Age, Environment, Diet, and
Diseases. Microorganisms. 2019 Jan 10;7(1):14. PMID: 30634578; PMCID: PMC6351938.
https://doi.org/10.3390/microorganisms7010014

e Schroeder BO. Fight them or feed them: how the intestinal mucus layer manages the gut microbiota.
Gastroenterol Rep (Oxf). 2019 Feb;7(1):3-12. https://doi.org/10.1093/gastro/goy052

e Bondar T. Regulation of mucosal immunity by the microbiota. Nature Milestones. 2019.
https://www.nature.com/articles/d42859-019-00014-2

e (CaiR, ChengC, Chen J, Xu X, Ding C, Gu B. Interactions of commensal and pathogenic microorganisms
with the mucus layer in the colon. Gut Microbes. 2020 Jul 3;11(4):680-690.
https://doi.org/10.1080/19490976.2020.1735606

e Zheng D, Liwinski T, Elinav E. Interaction between microbiota and immunity in health and disease. Cell
Res. 2020 Jun;30(6):492-506. https://doi.org/10.1038/s41422-020-0332-7

Chapitre 2 - Au-dela de l'intestin - L'axe intestin-cerveau:

e Cryan JF, Dinan TG. Mind-altering microorganisms: the impact of the gut microbiota on brain and
behaviour. Nat Rev Neurosci. 2012 Oct;13(10):701-12. https://doi.org/10.1038/nrn3346

e Furness JB. The enteric nervous system and neurogastroenterology. Nat Rev Gastroenterol Hepatol.
2012 Mar 6;9(5):286-94. https://doi.org/10.1038/nrgastro.2012.32

e Mayer EA, Knight R, Mazmanian SK, Cryan JF, Tillisch K. Gut microbes and the brain: paradigm shift in
neuroscience. J Neurosci. 2014 Nov 12;34(46):15490-6.
https://doi.org/10.1523/jneurosci.3299-14.2014

e Sampson TR, Mazmanian SK. Control of brain development, function, and behavior by the
microbiome. Cell Host Microbe. 2015 May 13;17(5):565-76.
https://doi.org/10.1016/j.chom.2015.04.011

e Johnson KV, Foster KR. Why does the microbiome affect behaviour? Nat Rev Microbiol. 2018
Oct;16(10):647-655. https://doi.org/10.1038/s41579-018-0014-3

Microworld — voyage au centre du microbiote intestinal humain : liste de références, 07 avril 2022 6


https://doi.org/10.1038/s41575-019-0193-z
https://doi.org/10.1371/journal.pone.0206484
https://doi.org/10.3390/nu11102393
https://doi.org/10.3390/microorganisms7010014
https://doi.org/10.1093/gastro/goy052
https://www.nature.com/articles/d42859-019-00014-2
https://doi.org/10.1080/19490976.2020.1735606
https://doi.org/10.1038/s41422-020-0332-7
https://doi.org/10.1038/nrn3346
https://doi.org/10.1038/nrgastro.2012.32
https://doi.org/10.1523/jneurosci.3299-14.2014
https://doi.org/10.1016/j.chom.2015.04.011
https://doi.org/10.1038/s41579-018-0014-3

Martin CR, Osadchiy V, Kalani A, Mayer EA. The Brain-Gut-Microbiome Axis. Cell Mol Gastroenterol
Hepatol. 2018 Apr 12;6(2):133-148. https://doi.org/10.1016/j.jcmgh.2018.04.003

Ma Q, Xing C, Long W, Wang HY, Liu Q, Wang RF. Impact of microbiota on central nervous system and
neurological diseases: the gut-brain axis. J Neuroinflammation. 2019 Mar 1;16(1):53.
https://doi.org/10.1186/s12974-019-1434-3

Marizzoni M, Cattaneo A, Mirabelli P, Festari C, Lopizzo N, Nicolosi V, Mombelli E, Mazzelli M, Luongo
D, Naviglio D, Coppola L, Salvatore M, Frisoni GB. Short-Chain Fatty Acids and Lipopolysaccharide as
Mediators Between Gut Dysbiosis and Amyloid Pathology in Alzheimer's Disease. J Alzheimers Dis.
2020;78(2):683-697. https://doi.org/10.3233/jad-200306

Chapitre 3 — Infections et défenses — Les antibiotiques:

Les 10 principales causes de mortalité : https://www.who.int/fr/news-room/fact-sheets/detail/the-
top-10-causes-of-death

Un nouveau rapport appelle a agir d’'urgence pour éviter une crise due a la résistance aux
antimicrobiens : https://www.who.int/fr/news/item/29-04-2019-new-report-calls-for-urgent-action-
to-avert-antimicrobial-resistance-crisis

Zhu H, Hart CA, Sales D, Roberts NB. Bacterial killing in gastric juice--effect of pH and pepsin on
Escherichia coli and Helicobacter pylori. J Med Microbiol. 2006 Sep;55(Pt 9):1265-1270.
https://doi.org/10.1099/jmm.0.46611-0

Scholthof KB. The disease triangle: pathogens, the environment and society. Nat Rev Microbiol. 2007
Feb;5(2):152-6. https://doi.org/10.1038/nrmicro1596

Santos RL, Raffatellu M, Bevins CL, Adams LG, Tikel C, Tsolis RM, Badumler AJ. Life in the inflamed
intestine, Salmonella style. Trends Microbiol. 2009 Nov;17(11):498-506.
https://doi.org/10.1016/j.tim.2009.08.008

Endt K, Stecher B, Chaffron S, Slack E, Tchitchek N, Benecke A, Van Maele L, Sirard JC, Mueller AJ,
Heikenwalder M, Macpherson AJ, Strugnell R, von Mering C, Hardt WD. The microbiota mediates
pathogen clearance from the gut lumen after non-typhoidal Salmonella diarrhea. PLoS Pathog. 2010
Sep 9;6(9):e1001097. https://doi.org/10.1371/journal.ppat.1001097

Putignani L, Menichella D. Global distribution, public health and clinical impact of the protozoan
pathogen cryptosporidium. Interdiscip Perspect Infect Dis. 2010;2010:753512.
https://doi.org/10.1155/2010/753512

Loetscher Y, Wieser A, Lengefeld J, Kaiser P, Schubert S, Heikenwalder M, Hardt WD, Stecher B.
Salmonella transiently reside in luminal neutrophils in the inflamed gut. PLoS One. 2012;7(4):e34812.
https://doi.org/10.1371/journal.pone.0034812

Szabady RL, McCormick BA. Control of neutrophil inflammation at mucosal surfaces by secreted
epithelial products. Front Immunol. 2013 Jul 31;4:220. https://doi.org/10.3389/fimmu.2013.00220

Patel S, McCormick BA. Mucosal Inflammatory Response to Salmonella typhimurium Infection. Front
Immunol. 2014 Jul 4;5:311. https://doi.org/10.3389/fimmu.2014.00311

Microworld — voyage au centre du microbiote intestinal humain : liste de références, 07 avril 2022 7


https://doi.org/10.1016/j.jcmgh.2018.04.003
https://doi.org/10.1186/s12974-019-1434-3
https://doi.org/10.3233/jad-200306
https://www.who.int/fr/news-room/fact-sheets/detail/the-top-10-causes-of-death
https://www.who.int/fr/news-room/fact-sheets/detail/the-top-10-causes-of-death
https://www.who.int/fr/news/item/29-04-2019-new-report-calls-for-urgent-action-to-avert-antimicrobial-resistance-crisis
https://www.who.int/fr/news/item/29-04-2019-new-report-calls-for-urgent-action-to-avert-antimicrobial-resistance-crisis
https://doi.org/10.1099/jmm.0.46611-0
https://doi.org/10.1038/nrmicro1596
https://doi.org/10.1016/j.tim.2009.08.008
https://doi.org/10.1371/journal.ppat.1001097
https://doi.org/10.1155/2010/753512
https://doi.org/10.1371/journal.pone.0034812
https://doi.org/10.3389/fimmu.2013.00220
https://doi.org/10.3389/fimmu.2014.00311

e Guide Datage des denrées alimentaires (Food Waste), Département fédéral de l'intérieur DFI Office
fédéral de la sécurité alimentaire et des affaires vétérinaires OSAV, 2014, Confédération Suisse.
https://www.blv.admin.ch/dam/blv/fr/dokumente/lebensmittel-und-ernaehrung/rechts-und-
vollzugsgrundlagen/hilfsmittel-vollzugsgrundlagen/leitfaeden-merkblaetter-archiv/If-
datierung.pdf.download.pdf/Leitfaden zur Datierung von Lebensmitteln FR.pdf

e Diard M, Hardt WD. Evolution of bacterial virulence. FEMS Microbiol Rev. 2017 Sep 1;41(5):679-697.
https://doi.org/10.1093/femsre/fux023

e Bengtsson-Palme J, Kristiansson E, Larsson DGJ. Environmental factors influencing the development
and spread of antibiotic resistance. FEMS Microbiol Rev. 2018 Jan 1;42(1):fux053.
https://doi.org/10.1093/femsre/fux053

e OQliveira D, Borges A, Simdes M. Staphylococcus aureus Toxins and Their Molecular Activity in
Infectious Diseases. Toxins (Basel). 2018 Jun 19;10(6):252. https://doi.org/10.3390/toxins10060252

e Piglowski M. Pathogenic and Non-Pathogenic Microorganisms in the Rapid Alert System for Food and
Feed. Int J Environ Res Public Health. 2019 Feb 6;16(3):477. https://doi.org/10.3390/ijerph16030477

e Rosini R, Nicchi S, Pizza M, Rappuoli R. Vaccines Against Antimicrobial Resistance. Front Immunol. 2020
Jun 3;11:1048. https://doi.org/10.3389/fimmu.2020.01048

Chapitre 3 — Moduler son microbiote intestinal:

e Hekmat S, Soltani H, Reid G. Growth and survival of Lactobacillus reuteri RC-14 and Lactobacillus
rhamnosus GR-1 in yogurt for use as a functional food. Innovative Food Science & Emerging
Technologies. 2009 ;10 (2) :293-296. https://doi.org/10.1016/].ifset.2008.10.007

e Collignon A, Sandré C, Barc MC. Saccharomyces boulardii module les propriétés descellules
dendritiques et le déséquilibre du microbioteintestinal aprés un traitement antibiotique
[Saccharomyces boulardii modulates dendritic cell properties and intestinal microbiota disruption after
antibiotic treatment]. Gastroenterol Clin Biol. 2010 Sep;34 Suppl 1:571-8. French.
https://doi.org/10.1016/s0399-8320(10)70024-5

e Guarner F, Khan AG, Garisch J, Eliakim R, Gangl A, Thomson A, Krabshuis J, Lemair T, Kaufmann P, de
Paula JA, Fedorak R, Shanahan F, Sanders ME, Szajewska H, Ramakrishna BS, Karakan T, Kim N; World
Gastroenterology Organization. World Gastroenterology Organisation Global Guidelines: probiotics
and prebiotics October 2011. J Clin Gastroenterol. 2012 Jul;46(6):468-81.
https://doi.org/10.1097/mcg.0b013e3182549092

e Girardin, M., Frossard, J. Place des probiotiques dans le traitement des maladies inflammatoires
intestinales. Rev Med Suisse 2012; volume -2. no. 352, 1674 — 1678.
https://www.revmed.ch/view/488387/4051018/RMS idPAS D ISBN pu2012-30s sa07 art07.pdf

e Liévin-Le Moal V, Servin AL. Anti-infective activities of lactobacillus strains in the human intestinal
microbiota: from probiotics to gastrointestinal anti-infectious biotherapeutic agents. Clin Microbiol
Rev. 2014 Apr;27(2):167-99. https://doi.org/10.1128/cmr.00080-13

e Derrien M, van Hylckama Vlieg JE. Fate, activity, and impact of ingested bacteria within the human
gut microbiota. Trends Microbiol. 2015 Jun;23(6):354-66. https://doi.org/10.1016/].tim.2015.03.002

Microworld — voyage au centre du microbiote intestinal humain : liste de références, 07 avril 2022 8


https://www.blv.admin.ch/dam/blv/fr/dokumente/lebensmittel-und-ernaehrung/rechts-und-vollzugsgrundlagen/hilfsmittel-vollzugsgrundlagen/leitfaeden-merkblaetter-archiv/lf-datierung.pdf.download.pdf/Leitfaden_zur_Datierung_von_Lebensmitteln_FR.pdf
https://www.blv.admin.ch/dam/blv/fr/dokumente/lebensmittel-und-ernaehrung/rechts-und-vollzugsgrundlagen/hilfsmittel-vollzugsgrundlagen/leitfaeden-merkblaetter-archiv/lf-datierung.pdf.download.pdf/Leitfaden_zur_Datierung_von_Lebensmitteln_FR.pdf
https://www.blv.admin.ch/dam/blv/fr/dokumente/lebensmittel-und-ernaehrung/rechts-und-vollzugsgrundlagen/hilfsmittel-vollzugsgrundlagen/leitfaeden-merkblaetter-archiv/lf-datierung.pdf.download.pdf/Leitfaden_zur_Datierung_von_Lebensmitteln_FR.pdf
https://doi.org/10.1093/femsre/fux023
https://doi.org/10.1093/femsre/fux053
https://doi.org/10.3390/toxins10060252
https://doi.org/10.3390/ijerph16030477
https://doi.org/10.3389/fimmu.2020.01048
https://doi.org/10.1016/j.ifset.2008.10.007
https://doi.org/10.1016/s0399-8320(10)70024-5
https://doi.org/10.1097/mcg.0b013e3182549092
https://www.revmed.ch/view/488387/4051018/RMS_idPAS_D_ISBN_pu2012-30s_sa07_art07.pdf
https://doi.org/10.1128/cmr.00080-13
https://doi.org/10.1016/j.tim.2015.03.002

e Hajela N, Ramakrishna BS, Nair GB, Abraham P, Gopalan S, Ganguly NK. Gut microbiome, gut function,
and probiotics: Implications for health. Indian J Gastroenterol. 2015 Mar;34(2):93-107.
https://doi.org/10.1007/s12664-015-0547-6

e Wilkins T, Sequoia J. Probiotics for Gastrointestinal Conditions: A Summary of the Evidence. Am Fam
Physician. 2017 Aug 1;96(3):170-178. https://www.aafp.org/afp/2017/0801/p170.html

e Fassio F, Facioni MS, Guagnini F. Lactose Maldigestion, Malabsorption, and Intolerance: A
Comprehensive Review with a Focus on Current Management and Future Perspectives. Nutrients.
2018 Nov 1;10(11):1599. https://doi.org/10.3390/nul10111599

e Sanders ME, Benson A, Lebeer S, Merenstein DJ, Klaenhammer TR. Shared mechanisms among
probiotic taxa: implications for general probiotic claims. Curr Opin Biotechnol. 2018 Feb;49:207-216.
https://doi.org/10.1016/j.copbio.2017.09.007

e Suez J, Zmora N, Zilberman-Schapira G, Mor U, Dori-Bachash M, Bashiardes S, Zur M, Regev-Lehavi D,
Ben-Zeev Brik R, Federici S, Horn M, Cohen Y, Moor AE, Zeevi D, Korem T, Kotler E, Harmelin A, Itzkovitz
S, Maharshak N, Shibolet O, Pevsner-Fischer M, Shapiro H, Sharon |, Halpern Z, Segal E, Elinav E. Post-
Antibiotic Gut Mucosal Microbiome Reconstitution Is Impaired by Probiotics and Improved by
Autologous FMT. Cell. 2018 Sep 6;174(6):1406-1423.e16. https://doi.org/10.1016/j.cell.2018.08.047

e Suez J, Zmora N, Segal E, Elinav E. The pros, cons, and many unknowns of probiotics. Nat Med. 2019
May;25(5):716-729. https://doi.org/10.1038/s41591-019-0439-x

e Zheng J, Wittouck S, Salvetti E, Franz CMAP, Harris HMB, Mattarelli P, O'Toole PW, Pot B, Vandamme
P, Walter J, Watanabe K, Wuyts S, Felis GE, Ganzle MG, Lebeer S. A taxonomic note on the
genus Lactobacillus: Description of 23 novel genera, emended description of the
genus Lactobacillus Beijerinck 1901, and union of Lactobacillaceae and Leuconostocaceae. Int J Syst
Evol Microbiol. 2020 Apr;70(4):2782-2858. https://doi.org/10.1099/ijsem.0.004107

e Su GL, Ko CW, Bercik P, Falck-Ytter Y, Sultan S, Weizman AV, Morgan RL. AGA Clinical Practice
Guidelines on the Role of Probiotics in the Management of Gastrointestinal Disorders.
Gastroenterology. 2020 Aug;159(2):697-705. https://doi.org/10.1053/j.gastro.2020.05.059

Chapitre 4 — Peau et prévention:

e Fredricks DN. Microbial ecology of human skin in health and disease. J Investig Dermatol Symp Proc.
2001 Dec;6(3):167-9. https://doi.org/10.1046/].0022-202x.2001.00039.x

e Harbarth S, Francgois P, Shrenzel J, Fankhauser-Rodriguez C, Hugonnet S, Koessler T, Huyghe A, Pittet D.
Community-associated methicillin-resistant Staphylococcus aureus, Switzerland. Emerg Infect Dis.
2005 Jun;11(6):962-5. https://doi.org/10.3201/eid1106.041308

e Pittet D, Allegranzi B, Sax H, Dharan S, Pessoa-Silva CL, Donaldson L, Boyce JM; WHO Global Patient
Safety Challenge, World Alliance for Patient Safety. Evidence-based model for hand transmission
during patient care and the role of improved practices. Lancet Infect Dis. 2006 Oct;6(10):641-52.
https://doi.org/10.1016/s1473-3099(06)70600-4

e Edmonds-Wilson SL, Nurinova NI, Zapka CA, Fierer N, Wilson M. Review of human hand microbiome
research. J Dermatol Sci. 2015 Oct;80(1):3-12. https://doi.org/10.1016/j.jdermsci.2015.07.006

Microworld — voyage au centre du microbiote intestinal humain : liste de références, 07 avril 2022 9


https://doi.org/10.1007/s12664-015-0547-6
https://www.aafp.org/afp/2017/0801/p170.html
https://doi.org/10.3390/nu10111599
https://doi.org/10.1016/j.copbio.2017.09.007
https://doi.org/10.1016/j.cell.2018.08.047
https://doi.org/10.1038/s41591-019-0439-x
https://doi.org/10.1099/ijsem.0.004107
https://doi.org/10.1053/j.gastro.2020.05.059
https://doi.org/10.1046/j.0022-202x.2001.00039.x
https://doi.org/10.3201/eid1106.041308
https://doi.org/10.1016/s1473-3099(06)70600-4
https://doi.org/10.1016/j.jdermsci.2015.07.006

Belkaid Y, Tamoutounour S. The influence of skin microorganisms on cutaneous immunity. Nat Rev
Immunol. 2016 May 27;16(6):353-66. https://doi.org/10.1038/nri.2016.48

Dréno B, Araviiskaia E, Berardesca E, Gontijo G, Sanchez Viera M, Xiang LF, Martin R, Bieber T.
Microbiome in healthy skin, update for dermatologists. J Eur Acad Dermatol Venereol. 2016
Dec;30(12):2038-2047. https://doi.org/10.1111/jdv.13965

Egert M, Simmering R. The Microbiota of the Human Skin. Adv Exp Med Biol. 2016;902:61-81.
https://doi.org/10.1007/978-3-319-31248-4 5

O'Neill CA, Monteleone G, McLaughlin JT, Paus R. The gut-skin axis in health and disease: A paradigm
with therapeutic implications. Bioessays. 2016 Nov;38(11):1167-1176.
https://doi.org/10.1002/bies.201600008

Callewaert C, Lambert J, Van de Wiele T. Towards a bacterial treatment for armpit malodour. Exp
Dermatol. 2017 May;26(5):388-391. https://doi.org/10.1111/exd.13259

Pires D, Soule H, Bellissimo-Rodrigues F, Gayet-Ageron A, Pittet D. Hand Hygiene With Alcohol-Based
Hand Rub: How Long Is Long Enough? Infect Control Hosp Epidemiol. 2017 May;38(5):547-552.
https://doi.org/10.1017/ice.2017.25

Byrd AL, Belkaid Y, Segre JA. The human skin microbiome. Nat Rev Microbiol. 2018 Mar;16(3):143-155.
https://doi.org/10.1038/nrmicro.2017.157

Bloom DE, Cadarette D. Infectious Disease Threats in the Twenty-First Century: Strengthening the
Global Response. Front Immunol. 2019 Mar 28;10:549. https://doi.org/10.3389/fimmu.2019.00549

Del Campo R, Martinez-Garcia L, Sdnchez-Diaz AM, Baquero F. Biology of Hand-to-Hand Bacterial
Transmission. Microbiol Spectr. 2019 Jan;7(1).
https://doi.org/10.1128/microbiolspec.mtbp-0011-2016

O'Sullivan JN, Rea MC, O'Connor PM, Hill C, Ross RP. Human skin microbiota is a rich source of
bacteriocin-producing staphylococci that kill human pathogens. FEMS Microbiol Ecol. 2019 Feb
1;95(2):fiy241. https://doi.org/10.1093/femsec/fiy241

De Canha MN, Komarnytsky S, Langhansova L, Lall N. Exploring the Anti-Acne Potential of Impepho
[Helichrysum odoratissimum (L.) Sweet] to Combat Cutibacterium acnes Virulence. Front Pharmacol.
2020 Jan 30;10:1559. https://doi.org/10.3389/fphar.2019.01559

Microworld — voyage au centre du microbiote intestinal humain : liste de références, 07 avril 2022 10


https://doi.org/10.1038/nri.2016.48
https://doi.org/10.1111/jdv.13965
https://doi.org/10.1007/978-3-319-31248-4_5
https://doi.org/10.1002/bies.201600008
https://doi.org/10.1111/exd.13259
https://doi.org/10.1017/ice.2017.25
https://doi.org/10.1038/nrmicro.2017.157
https://doi.org/10.3389/fimmu.2019.00549
https://doi.org/10.1128/microbiolspec.mtbp-0011-2016
https://doi.org/10.1093/femsec/fiy241
https://doi.org/10.3389/fphar.2019.01559

