61
121
181
241
301
361
421
481
541
601
661
721
781
841
901
961

les 3 SNPs associés avec le phénotype sont en rouge

atgttgactc
atttcagtcc
ttttgggatg
agcatcagcc
ttccagaagt
attgcaaacc
ctcatccgtt
tcccagatgce
tgctttttta
aggctcaact
tggtctgtgce
ggaaggcaca
gcccacatta
tgtgttgcct
gtttgtgttg
aatgccaagt
gtaagagccg

Séquence du gene TAS2R38
Individu non sensible au PTC (t-)

taactcgcat
tggagtttgc
tagtgaagag
ggcttttcct
tgagtgaacc
aagccaacct
tctctcacac
tcctgggtat
gcagacctca
ggcagaataa
ctcctttect
tgaggacaat
aagccctcaa
tcatctctgt
ggataatggc
tgaggagagc
accacaaggc

ccgcactgtg
agtggggttt
gcaggcactg
gcatggactg
actgaaccac
ctggcttgct
cttcctgatc
tattctttge
cttcacagtc
agatctcaat
attgtttctg
gaaggtctat
gtctcttgtc
gcccctactg
agcttgtccc
tgtgatgacc
agattcccgg

tcctatgaag
ctgaccaatg
agcaacagtg
ctgttcctga
agctaccaag
gcctgcctca
tgcttggcaa
tcctgcatct
acaactgtgc
ttattttatt
gtttcttctg
accagaaact
tcctttttet
attctgtggc
tctgggcatg
attctgctct
acactgtgct

tcaggagtac
ccttegtttt
attgtgtgct
gtgctatcca
ccatcatcat
gcctgcttta
gctgggtctce
gcactgtcct
tattcatgaa
cctttctctt
ggatgctgac
ctcgtgaccc
gcttctttgt
gcgacaaaat
cagccatcct

gggctcagag
ga

atttctgttce
cttggtgaat
gctgtgtctc
gcttacccac
gctatggatg
ctgctccaag
caggaagatc
ctgtgtttgg
taacaataca
ctgctatctg
tgtctccectg
cagcctggag
gatatcatcc
aggggtgatg
gatctcaggc
cagcctgaag

Non

sensible (t-) position 145 g

position 785 t
position 886 a

Sensible (T+) position 145 c
position 785 c

position 886 g




