TAS2R38: séquence ADN et séquence en acide aminé (alléle sensible (T+))

1 atgttgactc

61
121
181
241
301
361
421
481
541
601
661
721
781
841
901
961

atttcagtce
ttttgggatg
agcatcagcc
ttccagaagt
attgcaaacc
ctcatcegtt
tcccagatge
tgctttttta
aggctcaact
tggtctgtge
ggaaggcaca
gcccacatta
tgtgetgect
gtttgtgttg
aatgccaagt
gtaagagccg

taactcgcat
tggagtttgce
tagtgaagag
ggcttttecct
tgagtgaacc
aagccaacct
tctctcacac
tcctgggtat
gcagacctca
ggcagaataa
ctcctttect
tgaggacaat
aagccctcaa
tcatctctgt
ggataatggc
tgaggagagc
accacaaggc

ccgcactgtg
agtggggttt
gcagecactg
gcatggactg
actgaaccac
ctggcttgcect
cttcctgatce
tattctttge
cttcacagtc
agatctcaat
attgtttctg
gaaggtctat
gtctcttgte
gcccctactg
agcttgtccce
tgtgatgacc
agattcccgg

tcctatgaag
ctgaccaatg
agcaacagtg
ctgttcctga
agctaccaag
gcctgectca
tgcttggcaa
tcctgcatct
acaactgtgc
ttattttatt
gtttcttectg
accagaaact
tcctttttet
attctgtggce
tctgggcatg
attctgctct
acactgtgct

tcaggagtac
ccttegtttt
attgtgtgct
gtgctatcca
ccatcatcat
gcctgettta
gctgggtctce
gcactgtcct
tattcatgaa
cctttctett
ggatgctgac
ctcgtgacce
gcttctttgt
gcgacaaaat
cagccgtcct
gggctcagag
ga

atttctgttc
cttggtgaat
gctgtgtcte
gcttacccac
gctatggatg
ctgctccaag
caggaagatc
ctgtgtttgg
taacaataca
ctgctatctg
tgtctcecctg
cagcctggag
gatatcatcc
aggggtgatg
gatctcaggc
cagcctgaag

‘Translate’

MLTLTRIRTVSYEVRSTFLFISVLEFAVGFLTNAFVFLVNEFWDVVKRQPLSNSDCV
LLCLSISRLFLHGLLFLSAIQLTHFQKLSEPLNHSYQAITIMLWMIANQANLWLAAC
LSLLYCSKLIRFSHTFLICLASWVSRKISQMLLGIILCSCICTVLCVWCFFSRPHF
TVTTVLFMNNNTRLNWQIKDLNLFYSFLFCYLWSVPPFLLFLVSSGMLTVSLGRHM
RTMKVYTRNSRDPSLEAHIKALKSLVSFFCFFVISSCAAFISVPLLILWRDKIGVM

VCVGIMAACPSGHAAVLISGNAKLRRAVMTILLWAQSSLKVRADHKADSRTLC

Hucleotide
Position

Mucleatide Change {Taster =
Montaster)

Codon Change {Taster =
Montaster)

Amine Acid Change (Taster =
Montaster)

144 =G CCA = GCA Froline = Alanine

7a4a Z=T GCT = GTT Alanine = valine

bape] o] G= A GTC = ATC Yaline = |saleucine




TAS2R38: séquence ADN et séquence en acide aminé (alléle non sensible (t-))

1 atgttgactc

61
121
181
241
301
361
421
481
541
601
661
721
781
841
901
961

atttcagtce
ttttgggatg
agcatcagcc
ttccagaagt
attgcaaacc
ctcatcegtt
tcccagatge
tgctttttta
aggctcaact
tggtctgtge
ggaaggcaca
gcccacatta
tgtgttgecct
gtttgtgttg
aatgccaagt
gtaagagccg

taactcgcat
tggagtttgce
tagtgaagag
ggcttttecct
tgagtgaacc
aagccaacct
tctctcacac
tcctgggtat
gcagacctca
ggcagaataa
ctcctttect
tgaggacaat
aagccctcaa
tcatctctgt
ggataatggc
tgaggagagc
accacaaggc

ccgcactgtg
agtggggttt
gcaggcactg
gcatggactg
actgaaccac
ctggcttgcect
cttcctgatce
tattctttge
cttcacagtc
agatctcaat
attgtttctg
gaaggtctat
gtctcttgte
gcccctactg
agcttgtccce
tgtgatgacc
agattcccgg

tcctatgaag
ctgaccaatg
agcaacagtg
ctgttcctga
agctaccaag
gcctgectca
tgcttggcaa
tcctgcatct
acaactgtgc
ttattttatt
gtttcttectg
accagaaact
tcctttttet
attctgtggce
tctgggcatg
attctgctct
acactgtgct

tcaggagtac
ccttegtttt
attgtgtgct
gtgctatcca
ccatcatcat
gcctgettta
gctgggtctce
gcactgtcct
tattcatgaa
cctttctett
ggatgctgac
ctcgtgacce
gcttctttgt
gcgacaaaat
cagccatcct
gggctcagag
ga

atttctgttc
cttggtgaat
gctgtgtcte
gcttacccac
gctatggatg
ctgctccaag
caggaagatc
ctgtgtttgg
taacaataca
ctgctatctg
tgtctcecctg
cagcctggag
gatatcatcc
aggggtgatg
gatctcaggc
cagcctgaag

‘Translate’

MLTLTRIRTVSYEVRSTFLFISVLEFAVGFLTNAFVFLVNFWDVVKRQALSNSDCV
LLCLSISRLFLHGLLFLSAIQLTHFQKLSEPLNHSYQAITIMLWMIANQANLWLAAC
LSLLYCSKLIRFSHTFLICLASWVSRKISQMLLGIILCSCICTVLCVWCFFSRPHF
TVTTVLFMNNNTRLNWQIKDLNLFYSFLFCYLWSVPPFLLFLVSSGMLTVSLGRHM
RTMKVYTRNSRDPSLEAHIKALKSLVSFFCFFVISSCVAFISVPLLILWRDKIGVM

VCVGIMAACPSGHAATILISGNAKLRRAVMTILLWAQSSLKVRADHKADSRTLC

Hucleotide
Position

Mucleatide Change {Taster =
Montaster)

Codon Change {Taster =
Montaster)

Amine Acid Change (Taster =
Montaster)

144 =G CCA = GCA Froline = Alanine

7a4a Z=T GCT = GTT Alanine = valine

bape] o] G= A GTC = ATC Yaline = |saleucine




